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After the publication of this work [1] it was noticed that
the mapping between column 1 and 2 in the Additional
file 7 – Table S5 was incorrect.
Please see the corrected additional file below.
The publisher apologises for this error.
Additional file
Additional file 7: Table S5. List of blast annotations for each OGG
using BLASTp. (XLSX 222 kb)
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